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Genome editing techniques have become progressively more powerful over the last two
decades (Cong et al. 2013; Doudna & Charpentier 2014; Kim 2016). With these advances has
come an explosion of interest in such techniques’ potential research and intervention utility in
humans, around topics including reproductive failures (Bai et al. 2016), early human
development (Fogarty et al. 2017), and genetic diseases (Gai et al. 2014; Kang et al. 2016; Ma et
al. 2017); as well as concern and debate over their potential and desirable applications, impacts,
and place in society (Baltimore 2015; Brokowski 2018; National Academies 2017). Chinese
researcher He Jiankui was recently sentenced to three years in prison for modifying the genomes
of two babies born in late 2018 (Cyranoski 2020; Greely 2019), and He’s actions have been
widely reported and commented upon as microcosm of broader issues of risk, benefit, authority,
and responsibility in the development of HGE.

HGE implicates questions of patient and population risk; normativity and
marginalization; access to medicine and economic inequality; ways of understanding and relating
to human bodies and health; the political economy of research; democratic or other authority in
and over innovation; biosecurity; and global governance, among others (German Ethics Council
2019; Jasanoff et al. 2019; National Academies 2017). Four decades ago, David Collingridge
(1980) observed that it is difficult to predict the outcomes of technological innovation early in
development, but difficult to alter later-stage technological systems once outcomes have been
observed. Prior attempts to address this “dilemma of social control”” have suffered from a lack of
institutional leverage, a reactionary stance, and a failure to effectively engage citizens with
scientists early in the development process (Jasanoff 2015; Juengst 2017; King et al. 2017).
Recent National Academies reports on genetic technologies nonetheless assert that genome
editing governance should be informed by substantive public engagement, dealing with “both
facts and values[,] and in particular how anticipated changes will affect the things people value”
(National Research Council 1996, p. 3; quoted in National Academies 2017, p. 127).

Anticipatory governance (AG) encompasses a suite of methods intended to build capacity
among researchers, policymakers, and publics for substantive reflection and interchange around
the development of emerging technologies (Barben et al. 2008; Guston 2014). These include
scenario planning, a foresight method designed to highlight critical drivers of change, future
uncertainties, and value tensions in technology development and deployment; and participatory
technology assessment (pTA), a public engagement method eliciting informed, thoughtful public
views, values, and rationalities regarding not only technologies themselves but their institutional
situations and uses.

This presentation will review progress in an ongoing anticipatory governance project for
HGE policy, including preliminary results both from literature review and from interviews with
22 experts on technical and social dimensions of HGE. These interviews have probed diverse
expert conceptions of the drivers, important potentialities, and proper trajectories of HGE
development. Qualitative coding and analysis of interviews, situated within preexisting
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scholarly discussions in the literature, will elucidate the system context and public stakes for
HGE development; identify gaps in present governance and public engagement practice; and
provide prescriptions for future engagement and governance foresight activities.
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